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EGFP +478R AGCTCCTCGCCCTTGCTCACCATACCATTATAGTTTCCAAGCTTCAG
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TGTACAGCTCGTCCATGCCGA

2A +932F ATGTAGAAAGCAATCCAGGTCCAATGTTAATTGCCCCAGCGTACAGC
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(1) 30 A LR 45 r 51, LARIUE NS1 25 (4 ) 1E 1
BN T, W, 2R ACPIM  APrME i1 APrM
TR T CEAM PM EH PIM EH A E
B RN 5 BB R A

4 P 7 RNA & 4 706 M % @ 45 1 R,
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