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A R R RGBT R T3k 10% LA b, H— i b 4§
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MR BRI I IIT 55 9 4 SR AL, At TR R 44 E DR B Ak
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x1 HiEH®REHRIKS
S EmE  WERS
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/INZZ VK B ( Blumeria graminis f. sp. tritici)  /NZE FARMR XBF
TR M ( Erysiphe cucurbitacearum) CYINSE T HBF
S5 (Puccinia striiformis f.sp. tritici) — /NAZ 2500 XTX
TR (P, graminis f. sp. tritici) INFE R XGX
AN (P. triticina) IINFE 455 XYX
ARG ( Fusarium graminearum) TN R XCM
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BT T WA AT W &, ¥ L T #% 8 = PDA i I,
20 CHi5E 15 d, B W 2,4 COUIER . (2) /NE Bk
PR . FESEIRZE N, 4 DR AT 1Y 0 05 O SRR 9 v 1
FRE R R SR/ INE R b 595 7 ~ 14 d RRRTE R, BT
K EIHN, B LIRS LR ahfe s HelE st i 1,
THAAMBEW R 1.5 mL B0 (7] ZIRIE, &2
HEE] 30 ~ 50 mg filF) CRFIEE T B LA BT RA AR
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(4) HALZSH RIS . K #E PDA BiR3E [IG SR 4 d 1945
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LAY WG LA 65 CHRIRA T4 2 ~4 h, BUH IR
A 1S mL RO BT -20 CUkART R
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UG CTAB " SR IO 1 DNA. /INZZ R B L 35 R 18
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) o J ot b B, A WS IR AL F, R ) Einjalbert 55 35 35 2k
I B 4T BE G CTAB 32 $REC DNA o rf LA B ER 4T 43
AR (1) /N IR T DNA A3 EC, B S T IUE 8
PE 2 mL B0 KRR 5 mL: 1 g Ll A 2465
R, A 3/10 BRBUR A 3wb, 35K IR EIR % 5 ~
8 min,65 C 7K¥ 10 min, fI A 600 pL 7.5 mol/L NH,Ac, JK
% 8 min; AR5 SRR I DUIE, A 1 x TE, F -20 C{£
fro () BURNEMR BRI, ST k", T4
TRPRYLIRT B, S TR L B 24 T TR JIN 2% iR I 2R B
b TRV FET R T R 22 R R S e B0,
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FH UK o it T PR B S IS e AT 563 500 L 4RI EE v
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2.0 pL;25 mmol/L MgCl, 1.5 wL;10 mmol/L dNTP 0.4 pL; 3|
¥1(15 pmol/L) % 0.8 uL;Tag DNA 4 (5 U) 0.2 pL;
DNA £ (1ng/ pL) 1.0 pL;ddH,0 14.1 pL,
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MR S B 1 ok i A B IR B R B /N2 I i) DNA 3#£47 PCR
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10 fg 1 fo 4 7 ANRFEMCE , BT RS #9847 PCR 38, R
VB JEC R TR 85 SR 22 5 | 4 ) R
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AGGAGAAAATCCTCGCGTCT - 3')/XSHR (5’ — CAGAAG-
CACTCCAAACAGCA —3"), F HI R B4 55 )& 1k 20
AR AR FEAR

M1 2 3 4 5 6 7 8 910 11 12

533 bp

M—100 bp 73 FHFric; 1—ddH,0; 2—/NE kYRR 3—
BURNEBRTE; 4. S—/NERUBTYNIN ;. 6—/NEREEINI;
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10—/NEIRFERH; 11— EKREURE; 12— E K22 AR
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ey, ULBHI TR 5 ket /N2 Bl R s vl LA e e e 5 SR T
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M 1 2 3 4 5 6 71 8
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HIPCR # 84 R

3 Fig5ig
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FHJGL , E R HhHH, B8 I &) RO AR I B ATl T-
P ) 110 R SRR ok 5 TG T R A A A WY
T2 Wi 22 5, L, BB T ZEE T 2F 2y I R RP B i6 A0
PR A PR T B LAY T 2R A A Bk AR B R | R A L o
Bl T SR ARG I i S X — B AR Y A FERE . ASHIF ST A
FHECHE IS 0o /N 22 R R 74 14 1TS [X 485 91 A7
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TS B AT L, Bt TR B R 20 A A% TR I R
PEB| ¥ XSHF (5’ — AGGAGAAA ATCCTCGCGTCT - 3)/
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Jas PR 7T S e R /)N 2 Y A T, X /N 27 i A
SRR I RTIFR R 1 pgo %7 PR HERA R, S ERR
Fb 2 T A T SR AL T B AR S
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