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30 RAE#R ;72 °C 5 2Eff 10 min,
1.2.3  OsILP FERY T - A Sghe 57 difeiny B i3 H
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Mo XoF T ARAT Y I BE R V5 B T B R PCR 31 S0iF ), #5 18
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4 EHA105 F#7% PCR HLJK &, kil 1 24 pTCK303 25 AR X R, Jkil 2 EE4H pTCK303-ILP JFo FHAEXT R, Ik
i 3~5 43BN AR BATE R R, M>A DL 2000 plus marker

E4 pTCK303-/LP HAERIME R ERITE EHA105 L

2.3 RATHA-F 09 KAG AL AL

DB 0 20 230 B Rk, 5 9 5 323K A pTCK303 -
OsILP R A LR R il & R S E E iR
FEVEATHUE IR AR BB E A (B 5 - A) | FER O bt
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b 7R, OsILP AE K AEAS [ & B AL AP 9 051 B 45 AN

AATE], JCHAERFLAF IR T b OsILP #)3K 5 AR 8 , 1
TEM AR E IR A B TP R IR A X AR, NI, OsILP 1) D) 6E
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POME 5 e 3y R EEAE T . OGS FORE, KR
OsILP 547 MIANEE Ry I 5 TR 5 A o M N 2 R Bl 1 A, O
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B, OsILP 25 N K FE P IO 3R ML SRR T & 7 B
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