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Leucobacter komagatae(NR 114929.1)
Leucobacter komagatae(NR 036874.1)
Leucobacter komagatae (NR 114966.1)
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76 Leucobacter komagatae (NR 112021.1)
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41| “————— Leucobacter denitrificans(NR 108568.1)
——— Leucobacter iarius(NR 042414.1)
100— Leucobacter chromiiresistens (NR 117509.1)
15 Leucobacter alluvii (NR 042426.1)
45 44 Leucobacter chironomi (NR 044475.1)
7 Leucobacter celer (NR 108610.1)
100— Leucobacter chromiireducens (NR 042287.1)
I Leucobacter chromiireducens subsp. solipictus (NR 043982.1)
63 Leucobacter tardus (NR 042694.1)
Leucobacter exalbidus(NR 112961.1)
94 Leucobacter salsicius(NR 117298.1)
Leucobacter aerolatus(NR 117017.1)
Leucobacter luti (NR 042425.1)
Microbacterium arabinogalactanolyticum (NR 044932.1)
0.005
B3 16S rDNA FHISHTRELER
1.6 RN 2 d B0k i A 1F T X ORI B GO B AR K
1‘2‘ i SYEAFRII bR 1s1 - 2 (LA B BE SR 14 h R AE(E 50 me/L
o L0 VR HER L, 95% BIE, 5595 A P O, @ AOR 5. At
Q 0.8F B R VA AR (477 il 5 2Ok [ 25 65 B, S it — 2B AR TR
8'3 i R B R TAEZSE T 250
0.3 - S
0 6 12 18 24 30 36 42 48 54 60 66
fit il (h) [1]Saratale R G,Saratale G D,Kalyani D C,et al. Enhanced decoloriza-
B4 5 ts1-2 Kk tion and biodegradation of textile azo dye Scarlet R by using developed
microbial consortium — GR[J]. Bioresource Technology, 2009, 100
100 - (9) :2493 -2500.
90 (218075, IRIERK. JRHE K AL BEBOR BB TR sk [ ], KL
_ gg i 5 TRHA,2007(2) :26 -29.
ff, 60 |- [3]Aouadene A,Di Giorgio C,Sarrazin L, et al. Evaluation of the geno-
Jgj}- 28 : toxicity of river sediments from industrialized and unaffected areas
= 30+ using a battery of short — term bioassays [ J ]. Environmental and
%g - Molecular Mutagenesis, 2008 ,49 (4) :283 —299.
0 L . . ) [4]Umbuzeirog A, Freeman H, Warren S H, et al. The contribution of

0 4 81I21I6202428
Bt 1] (h)
E5 fAE ts1-2 &K 24 h REEa=XR

ME T 0 PR A SR o, AT B T i ME AL S R e 32 R TE I R K 2
— o BEGRHE G5 UG BT 0 L R e, B T 70% o
H AT AL 3Rk K i 1 RN A2y Ty 0k LA A B A v L A B
ABNEH: ELAE 50 B R T5 e S ot ™ o DRI, 95 30k o 2 e
FEAR AT 2, 45 R T JoRE 5 7K A 3B TR 1Y)
B I HB WA R R Z—,

AT IR PG T Gl J K Ak B 52 I b 1) 35 1 75 U8 o B
PEAI S L 1 ARBE B AR SR B T B ts1 -2, B
AZEREIE AR P AE ALAFAE AT 16S xDNA JEF T 51 Xt 3 4~ 7 1
X RTS8 , 08 HORIIE AT R (L. komagatae)

Suzuki ZF MZTLU V5 K AL P B T 3P AR 2 1 RREE
AR S RSB 2F AL FF ] OY1 - 2" . Wong 45 MYk}
KGR 43 5 R BB A T I S 45 T e Y R ot € 9% 4 A it 4%
TEERE RS - 131" Hu Z8 R A kR Pseudomonas luteo-
la TESE 2R LSS 2R3 1Y 51 T AR REfd okt (HAE 2 d

azodyes to themutagenic activity of the Cristais River[ J]. Chemo-
sphere ,2005,60:55 —64.

(5 TR0Al, Al 5 EE B , 45 1 (T T — R A 43 188 M 5 I G
RGRBEFILI]. A EI,1999,39(5) :396 -401.

[OTHI &, HEIR, £ 38, 5. QRIS R R AR LA Rk S
BEOBTTE U )] . Bl SR ,2006,29(4) 1112 - 114,

[7]Hu T L. Degradation of azo dye RP2B by Pseudomonas luteola[ J].
Water Science and Technology,1998,38(4/5) ;299 —-306.

(81477, PR 4 B BRI R GO e[ T]. BUEY#
1k ,2006,33(4) ;144 - 148.

[9]Suzuki Y, Yoda T,Ruhul A,et al. Molecular cloning and character-
ization of the gene coding for azoreductase from Bacillus sp. OY1 -2
isolated from soil [ J ]. Journal of Biological Chemistry, 2001, 276
(12) :9059 —9065.

[10]Wong P K, Yuen P Y. Decolorization and hiodegradation of methyl
red by Klebsiella pneumoniae RS —13[J]. Water Research,1996,30
(7):1736 - 1744.

[11]Hu T L. Decolourization of reactive azo dyes by transformation with

Pseudomonas luteola[ J]. Biosource Technology,1994,49 .47 -51.



