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WM FLEN Y Toll #EAZ 4k, L FZETIRE R AE 45 22 [RIAME I
LPS ({555 32 k. BRILZ A0, 3 AT 3R 51 R 7 3Rk
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kinase 4, IRAK —4) FIEAF 1 ZUAH GRS 1 (TRAK - 1)
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R,3 MRAIRGLAY TLR £ mRNA (93535 5192 B9, AT
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WItE )y, TLR7 W% th TLR7 \TLRS #I TLR9 ¥, £ 55
PUREEMLA AT ST , 8 T SR8 RNA 0] LUk TLR7 fI TLRS



— 14— AR

2015 4F55 43 5 5

FORC A, TLRO = %2 38U 50 5 75 2 4 1/ & A JF B 2 L iy
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B TLRs FTiR, LPS 2T VZ A7 75 T 20 Mo BE 09 A AR 1Y H g
s

TLR2 F1 TLR4 #] 5 LPS, (HYEVF 25 B0 T 5 2 3 [
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TR TG, 45 5 B TLRS I TLRSS FEANH AR, YA A
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B AR 225k A R R A, A B0 R ¥ 2R B B
MR IRRIR XTI RE S TLRS g 1R ) 4H & 19 4 & 25 1 A Be
WU REA OC ™ 0 Y TLRS SECIRE 454 )5 il it MyDss
KA PEIRARITG NF - B, 7 T 175 5 41 i B 7 B i R AE BB T 11
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I 1 B G o A 2 L DI R SR N R 0, LA T T BR
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FRY 28 SR
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