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EHAS51833.1 Magnaporthe oryzae
100 XP 003711640.1 Magnaporthe oryzae
ELQ69175.1 Magnaporthe oryzae
91 —__ CADI10749.1 Gaeumannomyces graminis var.
BAB32575.1 Colletotrichum lagenaria
a3 [~ AAA33591.1 Neurospora crassa
100 L AAA33592.1 Neurospora crassa
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39 AGZ90172.1 Setosphaeria turcica
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ABS19939.1 Fusarium oxysporum

100 — CAD24841.1 Gaeumannomyces graminis var.
60 — CAD10747.1 Gaeumannomyces graminis var.
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BAI83290.1 Pleurotus ostreatus
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CAA59161.1 Trametes versicolor
100 [ AAR21094.1 Pleurotus ostreatus
BAC65099.1 Pleurotus ostreatus
AGO64760.1 Pleurotus ostreatus
AEQ22162.1 Pleurotus ostreatus

89~ AARS82932.1 Pleurotus ostreatus
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§ KEP47639.1 Rhizoctonia solani
100 KEP46170.1 Rhizoctonia solani
51" KEP45090.1 Rhizoctonia solani
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