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PK_ADO66735.1 60
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CM AEV46158.1 118
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JR—HHk (Juglans regia ) ; PP—3HBk ( Prunus persica ) ; CS—#)I\ ( Cucumis sativus ) 5 CM—)K ( Cucumis melo ) ;
GM—K 5. ( Glycine max) ; MT—#2E 5715 ( Medicago truncatula ) ; MS—4E 5715 ( Medicago sativa) ; LC—/Nwi 5.
( Lens culinaris ) ;5 PK—Hil#k ( Prunus kansuensis )
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