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FF YL PrE CAP3 http ://pbil. univ — lyonl. fr/cap3. php
TF R HE ORF Finder http://www. ncbi. nlm. nih. gov/gorf/html
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At3g23240 (NC 003074.) FSGESPEYSIGSSPDSF....... SSSSSNNYSLPFNENDSEEMFLYGLIEQSTQQTYIDSD. « v v v vvw. .. SQDLPIKSVSSRKSE. ....... K 80
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P () F2 3R 0 Se NS A, ZE AR B 2 b, i 6 R (4 A
FER ARG, B BB K, J& Mock 19 3 4%, B )G st &
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