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TEHARTT TG I S ) A A5 8 Sk Rk ] A 22 250 A
TR G S - SAP 51 ¥y @ 57 T 3@ F T8 £k i) DNA
P . FIRT 10 4SS — SAP 51420k 28 {53 i 4 DR B0
ST 2 RERE VBT S L Msel 15 5% e 6 75 91204



— 12 — TLIRAOL B

2018 455 46 #5523 )

PERERAR " o BT SRS SR T 25 4F S — SAP 54144 28
TR RAEYI SR g 2 41 . IS - SAP FRicH AR A 1k
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FEHNBETH 18 A~ S — SAP 519044 48 (3 Mgkt 40y 3 AM4,
SR RS MR PR A — 5
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% 2% 15 (8]
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o E KA 1 %f [33]
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R 1%} [38]
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IRAP W 1 % 96.7 14 [55]
HE 1% 32 [56]
LN 24 14 [57]
REMAP T 1 %f 89.7 14 [55]
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