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0 158 079 0.78 0.8 167 0.29 0.81 170 0.01 0
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24 211 0.69 0.51 0.66 1.87 2.00 0.93 1.82 1.8 1.47 0.92 0.96 0.51 0.99 1.66 0.93 0.90 0.72 0.89 0.72 0.92 0.72 0.52 0
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