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S2 +10 mg/L 14.23 +£0.28a 6.43 +0.31b 20.16 £0.76a 1.88 £0.10a
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84.7 pg/(mL - d) , G RIEE R, /- A ER (HCN) , AT X
DL BO0 B LE RS HUE A, 680 T N 1T - 0906 B 4 Y
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FBRLAG AIT HOBRAE: , AT LR PRSI A iy 18y A i R
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AR S E R DR
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