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EH 2T2TCICATICIGRACCCTCCRTRACCACRECGRG :2CT TCCCRRCECCRCEGCEGERCCTIZC TR
EH “CTTCZRRCCRRT TCTI22T g g G2 1 CTT TIGECCCTZCCRRCCRTTICCA YN
ER ACC2RTCTATETICTT :GCCTRCCTRRCRRRCGRRCRRRC “22CCTT TICRCCCTRCC22CCRTTICCA W]
AL /DN k] 1 1CT12CTCCTIZCTTICCRRCCRGCCCCRRCTT 2GIGGRCGRGRCCCCRRTIRGRTICCRTRCC2RTRTCCR2222C NI
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ESY D QN RE] C1C1C22CR TG TCCRCTCRTCCRCCCTTICT 2T12ZECCRTTICRZRTICEICAITCICECICTCCACTZTC2C TGN
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AR A R A 0 T RIS E, pET28a 1 T 1 4
6 x His b4, A 26 13 F i 200 32 ku;pET32a #5747 T 1 4>
19 ku [ 44 2 1 ( thioredoxin, Trx ) , Bl 588 14> T H 240
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AR BRI FRIR R ik & DL R AT R R I OO A AR
[, Horp pET28a #1131k i iy , (HEE 1 LF- 2 LML I (A8
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