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1 UBC807 AGAGAGAGAGAGAGAGT 50.7 22 UBC848 CACACACACACACACARG 55.0
2 UBC810 GAGAGAGAGAGAGAGAT 50.7 23 UBC850 GTGTGTGTGTGTGTGTYC 55.0
3 UBC811 GAGAGAGAGAGAGAGAC 53.8 24 UBC852 TCTCTCTCTCTCTCTCRA 52.3
4 UBC812 GAGAGAGAGAGAGAGAA 50.7 25 UBC853 TCTCTCTCTCTCTCTCRT 52.3
5 UBC815 CTCTCTCTCTCTCTCTG 53.8 26 UBC854 TCTCTCTCTCTCTCTCRG 55.0
6 UBC818 CACACACACACACACAG 53.8 27 UBC855 ACACACACACACACACYT 52.3
7 UBC820 GTGTGTGTGTGTGTGTC 53.8 28 UBC856 ACACACACACACACACYA 52.3
8 UBC821 GTGTGTGTGTGTGTGTT 50.7 29 UBC857 ACACACACACACACACYG 55.0
9 UBC825 ACACACACACACACACT 50.7 30 UBC858 TGTGTGTGTGTGTGTGRT 52.3
10 UBC827 ACACACACACACACACG 53.8 31 UBC859 TGTGTGTGTGTGTGTGRC 55.0
11 UBC834 AGAGAGAGAGAGAGAGYT 52.3 32 UBC860 TGTGTGTGTGTGTGTGRA 52.3
12 UBC835 AGAGAGAGAGAGAGAGYC 55.0 33 UBC864 ATGATGATGATGATGATG 47.8
13 UBC836 AGAGAGAGAGAGAGAGYA 52.3 34 UBC868 GAAGAAGAAGAAGAAGAA 47.8
14 UBC840 GAGAGAGAGAGAGAGAYT 52.3 35 UBC873 GACAGACAGACAGACA 50.7
15 UBC841 GAGAGAGAGAGAGAGAYC 55.0 36 UBC876 GATAGATAGACAGACA 45.0
16 UBC842 GAGAGAGAGAGAGAGAYG 55.0 37 UBC879 CTTCACTTCACTTCA 45.0
17 UBC843 CTCTCTCTCTCTCTCTRA 52.3 38 UBC880 GGAGAGGAGAGGAGA 52.3
18 UBC844 CTCTCTCTCTCTCTCTRC 55.0 39 UBC881 GGGTGGGGTGGGGTG 61.0
19 UBC845 CTCTCTCTCTCTCTCTRG 55.0 40 UBC899 CATGGTGTTGGTCATTGTTCCA 57.9
20 UBC846 CACACACACACACACART 52.3 41 UBC900 ACTTCCCCACAGGTTAACACA 57.9
21 UBC847 CACACACACACACACARC 55.0
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UBC807 13 11 84.62 UB(C842 16 14 87.50
UBC810 14 13 92.86 UBC843 9 8 88.89
UBC811 18 17 94.44 UBC844 22 22 100. 00
UBC812 16 16 100. 00 UBC845 23 19 82.61
UBC815 14 14 100. 00 UBC846 17 11 64.71
UBC818 8 6 75.00 UBC847 13 9 69.23
UBC821 12 12 100. 00 UBC848 12 12 100. 00
UBC825 14 13 92.86 UBC856 11 8 72.73
UBC827 19 18 94.74 UBC857 18 17 94.44
UBC834 17 16 94.12 UBC859 15 12 80.00
UBC835 20 12 60.00 UBC873 22 20 90.91
UBC836 9 5 55.56 UBC881 15 15 100. 00
UBC841 18 12 66.67 Gt 385 332 86.23
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