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a. SY-6(x40)

b. XL-6(x40)

Bl mRENREEE
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MK461038.1 Alternaria sp.
{ MGO012286.1 Alternaria tenuissima

EF120409.1 Alternaria sp.
{ KMO007074.1 Alternaria sp.

L KC288115.1 Alternaria sp.
KU182490.1 Alternaria alternata

{ KY788251.1 Alternaria sp.
KR028000.1 Alternaria sp.

KX179491.1 Alternaria sp.

{ MK370658.1 Alternaria Sp.
MK392122.1 Alternaria alternata
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P20 T 38 78 T — 6 55 30 A0 B A A O B B ok AT
Swarupa S H4 G T HNHIE I A% 2E (SSH) SCHE, WY T & #E X
iR P R B 8 o A A T B R R R 2 R T
( Fusarium oxysporum f. sp. ) BX} bt Je R Y | % 5 H 78 Rl 2590
IR EREFEA . WL ST AR A A I 1R
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PRIt , i B0 2 I B At 2 B S B80S B 4 1 1R e AL LA
FARIEHU I R W 9045 23 R B 16 O ) 7 B PR Sk i 4 it
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XL -6 .SY -6 i h i R .
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