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BE(EB) =& W5t 4 MM (EDTA) | B+ ke 3k
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6 wL,R55 ,42 CK¥ 30 min,95 °C 7K# 10 min, ¢cDNA T
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BERTERR CVTTT M ECATAE 1S ARSI B0, (H2 5 H AT IR AT
TEVRAR EC AT W AR Ak GE BV SE DR R R R S G, PR T
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