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1.2.2  MinSPP ZEH e MRIERTHC LPHEERH
MinSPP B[R W) & K3 5, Wit L N iR R s oy 1
MinSPP JEH (1), PCR RN R R : 1 wL ¢DNA Bt I F
WEE 147 (10 pmol/uL) 4 0.5 pL .10 pL TaKaRa PrimerSTAR®
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PE S 5398 CARPE 10 5,60 CIB Kk 15 5,72 CHEfH 8 5,35 M
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EIRE 1491751
MinSPP - F 5" - ‘CGCCCCACCACCTCCCTACC ‘ATCCATCCTCTCAATCGTTCTCC -3’
MinSPP - R 5" - ‘ACCATGGTGTCGACTCTAGA |CTAGAGAACCCAGGTAGTTTGGTCT -3’
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FiARAE B 0 ( National Center for Biotechnology Information
8k NCBI) ) ORF Finder(https ://www. ncbi. nlm. nih. gov/
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74 ; iz Al ExPASy ProtParam % {4 ( https://web. expasy. org/
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protscale. pl? 1) B4 73 A 28 1 R 1) 1 7K 1 5 26 K 145 i
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NCBI | Ay BLASTP ( hitps://blast. nchi. nlm. nih. gov/Blast.
cgi) #2 MinSPP & [ 1 [F] R ¥ 51 ; {# F§ NCBI H1 ) Conserved
domains (http://www. ncbi. nlm. nih. gov/Structure/cdd/wrpsb.
cgi) 73T MinSPP 2 781 (PR <7 4544 38 F1 J MEGA 7.0 #t
PEHEATIRIIE R 51 Ho X I F A8 el R e A
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MinActin - R CCGATGAGTGATGGCTGGAA
MinSPP - F ATGGTATGGGATGATGAG
MinSPP - R TTCTGACTGAGGAACAAG
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B2 TERMinSPPEREEKFIIEXKS T

2000 bp
750 bp

100 bp

W4 RH, 739010 B8 (Populus trichocarpa) U3 T ( Citrus
clementina) | FR KA ( Jatropha curcas) F1 2 74 #52 E # ( Hevea
brasiliensis) , 5= % MinSPP & [ )37 41 [5] J5 44 43 5 Sy 77%
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{ifi ] TaKaRa PrimerSTAR ® Max DNA & 9 18 3t X
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MinSPP 7 ] 75 #4021 i 0 w2 SR A v i 2 s 1 g if 1 T
4 MRG0 S AT SRR P v 9 3 B R AR, P
BB R N PR RGBT R A Y A BB S
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