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®1 5RIDEERALLIFHNAEFT miRNA 5F
Fs K5 IR LI A 7 M HRALRAFY B R LA 75
1 UAUGAAAGUCAAUGGUUACCGU UGUUCUGUUAUUGGACUUCUGUGC UGAUAUUCCAGUACACACAGGACA
2 UGAUGGUUUUUGUGACUGCACU UUGGUAACGACGGAACUUGCGACC UUUUGUUUAGUGCUGGCUUCUGGG
3 UGGAUCUGGAGCGGCCUGAGGCU CUGAAUGUGAGCCUGAAGUGGCCC UUUGAAUGUGGCUACUGUUGGAGC
4 UUACAAUUAAAGGAUAUUUCUU UGAGAUCUUUGGUUCCAACCACCG UUGGAUGUUAGAGGGCACAGAGA
5 UCCAUUCGGAAGGGCUCAUCCC UUGAUGACUGCAUCUUCGCCU UCUUGAGCUAAUCUGAAGGCC
6 UCCAUUCGGAAGAGCUCAUCCCUA UGAUUUCCAAUAAUUGAGACAGU UGUGUACAGAUCCUUGCAACAUG
7 UAAAAUAGAAUUGGGAUUGGGCCU UUGACUUGGACUCGACAAAGGUGG UCGGGGGAGAAGAGCCUUGGUGAG
8 UGAUAACAGCCAUCUGAGCCUACC UCAGACUGCACGAUUUUAGCCCC UGAUGUUGAGCUCACUGUCUGAGA
9 UUCUGGAACUCCUGCAGAUGCUGG UUCUUCAUGAGCCGGGCUGUGUCC UCUUGAAGGAAGUGUCUGUAGCCU
10 CAGACACUGAAACCGAGAUUUGAG CCACCUAGUAGCCACAUCCUGGAC UCAUCCACAGACCUGUUUGCUC
11 UCAGUCAGAACACUUUUCACACAG UGGGCAAACUCCCAUGAACC UGGACUGGAGUGACAGACCGAGGA
12 UUCCAAAAAAGUUGGGACACUGUA UCAGACAGUAGAAGAGAUUGAUGG UGCUUCAGGACCUGGAAGACU
13 UAUCUCAGAAUUCUGACUUUAUAU UAGAGUUUCUCAGUGAAAGACUGA UGAUGAUUGACAGGACUGAAUG
14 AAACUCAUGAAACUUUGCACACG UAGUUUGAUUCACAGCACAAG UCCAUCGUAGGUGAUUUCUCUGCG
15 UGCUUUAGUUGAGCUCUUGACCC UUCUGAAUGAUCAUGUGACACU UACUGAAGGAUUCACACUGUAAAC
16 UUCACGCCGGUAUCUGGGCCCACA UAUUGGUGGAUCUCAUGUGAGUGA UCUGUAUUCACUCUGGUGAAGUCU
17 UAGACUGAGAGACCAUUUAAAGGC ACAUUAGACAUGACAGUCCUGGGC UAGUUGGAACACACCCUCCGGUCC
18 UUGGACUAGAAACAAGACAAAUCU UGAAGAUGCUGGAUGUGGAGGUCC UGAUGUUGUAAUUGAUGCAGUAUG
19 UCUCCCGGACACGGAUGGCCUCCC UCCAUGGUUCAGUCUUGCUGUAAG UCGGAAUAUAGCGGCUUUUGCU
20 UAAACUCUGCAGGACAGUGGCCC UUCUGGAGGAUCAUGUGACACU UGUGAUCCUCCUGACAUAAUGGC
21 UAUGAUUGUAAAGCACUUUGGGUG CACACACACAGGCAGGUAGG UCUGAUGGUGUCCUCUCUUGCACC
22 UUUGAAACUAGGCUCUGGCUCUGA UUCUGAGAUACUGAAUUUGGG UCCAAAGUUCUUCGUUUGACU
23 UUCCGUAGGACGUUAACACACUG UGUUGAUUUGUCUGAAUGUCCAGA UACUACUUCCGGCGAGAAUCUGAA
24 UCCAUCAGUCACGUGACCUACC AUCCAGUAUGGUUUUCCGGCCUUG UUUGUCAUUGUGUGAGCCACACU
25 UUCCGAUCGAGUCUGAAACCACGU UUGGAUCUGAUAAAUGCACGCGUC UCCCAUGAACCCUCUAGCACCCU
26 UACUGAACUAGAGAGCUGAUUGA AUGAACCGAACGCCGGGUUAAGGC UUGAUUCUGAUUGGUCAAUAGCU
27 UUCUUACCUUGGCCAUGUCUCUGA UUCUGAGAUAUAAAGUCGCAAUU
28 UGGUGUCUGGACUACUGAGGCC
29 UUGUUUUUCAGGGGUUGGGCUUG
30 UGUGAGCCGGUUUCUUUGUAGCGC
31 UGACUGAGAAUGAUGCCUUGACA
32 GCGGCGACUCUGGACGUGCGCC
33 UGGAGAAGUUUUGACAUGCCCU
34 UACUCGGAAUUUGUGCUCUGC
35 UUAAUACGCAUCGGACUCAGUGUG
36 UUAGAUCGUUAAAAUAGGGCCC
37 UAUCUGUAGAGCUGCGGGCUGGGC
38 UCGAGUCUGAAACCACGUGAUCGG
39 UACUAUGAAUUCGGACAUACUACU
40 UAACAGCGUCCAGUCAGACUC
41 UGAGAUGAUUUGAGCUUUGUGACA
42 UACAAUCCUGUCUCGGAGGU
43 UGUGCACUUAGACCUGCAUGGCU
44 UACCUGAGCUCAGGGUAUCGGCC
45 UUCAAGUCUGGGCUCUGGCU
46 UAAGACUGAAAGGUGGACAUGAGG
47 AGAGAGACUGUCGUUUGGGG
48 UAUUCAUGGCUGUGUUUUUGGGCA
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