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( Aeromonas veronii biovar sobria) NQ B &% ( 1 YLIR 1
TERFIEE A A 5K F B A L4t o
L1200 KR dk i JBU4E 7 I B 70 Ak (TSA K 5%
B REER17.0 g, REHEF K 3.0 g, NaCl
5.0 g, F%0E 2.5 ¢, BiigH 15.0 ~20.0 g, K,HPO,
2.5 g, 7%k 1 000 mL,pH (7.0 ~7.2,

TR TR R RS TR AR (KR R 1 5) - AT R
#)20.0 ¢, KNO, 1.0 g, NaCl 0.5 &, K,HPO, 0.5 g,
FeSO, 0.01 g,MgS0, 0.5 ¢, Bi5H 15.0 ~20.0 g, F
Wik 1000 mL,pH 7.2 ~7.4,

TR T A T B 5% ik T A 20. 0 g, S ER)
20.0 g, 5EH 10. 0 g, (NH,),S0, 2. 5 o, % 1115
5.0 g, Tk 2.5 g, MgSO,. TH,0 0.25 g, K,HPO,
0.02 g,NaCl 4.0 g,CaCO, 6.0 g, [%iF7K 1 000 mlL,
pH [ F1 4.
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e IR o

(2) i Js 4 7~ TR 1) okl 4 < ] TG T A TR K T )
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16S rDNA & 219 IE 1214 5' — AGAGTTTGATCC
TGGCTCAG=3'(E. coli 8 to 27) ,JZHE1¥) 5 — TAC
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XF T A I R R R SO REBGE I E AW IR
FF3, F Clustal X 8447 Ho X 73 B Fl MEGA 4 %%
P R G HEALR
1.2.4 BBk ACOSFS i 9 1 ik rh 41 BT 176 14 4 S 17

1.2.4.1 REASWAH & R wop i
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Bigr 96 h, TER KB OHLK K BRI AE 4 C|
10 000 r/min, B> 5 min, B0 _FIERE£ 0.22 pm
TCRUE I g A 3 R BRI
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MRE W, B 3 S 7 5 B T 20,30,40,50.,60
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X2 B A R TN 5 A5 Ak A 118 4000 R 355 2, DA
20 C T RYHMEETE PEAE R 100% SEFTARE T LU AL
1.2.4.3 pHEEM BUKEE EIEW S mL F 21 4>
25 mL /NEERRH, K A 1 mol/L HCIL #1 1 mol/L
NaOH 4% bf b & B pH (E 73507 22 246,
7.8.10.12, B4 pH {H &% 3 A~ P47, iR Tl E
24 h, 1A 5E R ST LU, FE2 AR ] vh vk, HIXUZ
SRR A AR A0 BRI L 9 DL pH (B 7 B
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e o % B ?ﬁ%
ACO8F5 18 ACO8C3 8
ACO8F2 9 ACO8ES 3
ACO8T1 15 ACO8E3 10
ACO8T2 9 ACOSE4 0
ACO8S1 10 ACO8DI1 0
ACO8A1 11 ACO8D4 10
ACO8A7 9 ACO8H3 5
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2.2.4 ACOSFS Btk DNA MF 5tk ACOSFS

7 16S rDNA X [a] 8 5 5 A5 751 4E 1 396 bp, 42
5 GenBank, £ 5y MK 396649 , 347 7 51 LL XS
SAHE, R ClustalX Fl MEGA 24 Xt 1 M 7 &5
AT R GEHAC B AR HEAA , 18T 2 RTRD, AR
B W B, BT 2 )R Streptomyces griseoplanus
(strain M42) | Streptomyces cavourensis subsp. ( strain
NBRC15391 ) .  Streptomyces
126186) , XfELLBH VI (¥ 73 < BLEAR B9 i, BT L H A
HAw 4 N Streptomyces sp. strain ACOSF5

nitrosporeus  ( strain

HQ699516.1 Streptomyces griseoplanus
——1JQ824034.1 Streptomyces pratensis

42| AB184642.1 Streptomyces cavourensis subsp.

AB184341.1 Streptomyces halstedii

62 IN180214.1 Streptomyces nitrosporeus

MK396649 Streptomyces sp. strain ACOSFS

o [ — NR 025155.1 Streptomyces luridiscabiei
60 NR 041093.1 Streptomyces rubiginosohelvolus
40 64' MH482909.1 Streptomyces badius
JQ342930.1 Streptomyces drozdowiczii
AB184331.1 Streptomyces alboniger
FJ792555.1 Streptomyces virginiae
FJ792555.1 Streptomyces virginiae
62 IN180223.1 Streptomyces nashvillensis
-
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PILAE TR 0T5E , 2 BA A 3 WrE 70 “C LUK (pH
{9 4 ~ 10 Z80F R, B 50 It RL R “~C oA 7 ) 375 1
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FTUIA , T Lk T T B 16 7K 7 35 I 58 AH
XIE e B HE A I 2 8 SE B, I You
251778 Das 251 Kumer 251 1 2y b 1 e 26
BRI FRFE R, 23 3 TR 97 RS B0 1 R
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E— 2 B K B A AR A A K B
A B B PUAE R 245 2R A0 K O 7R K 7 5
G R A B A A 3R 2 BT R B i
R TR A D 2 2 T, R X L S0 6 R
RS LA (AR AE K P FR A e A . H
BT, 8 A LA R VY TR T T 7 3 ML 5 T
SR AR FH HRE , X T2 e RS 4 o 85 2 %
ZUETEI R BB IIC VR I T2 A R ik ACO8ES BE TR
ELIETEZK ™ FRAE o BP0 B VR, LA SO
31 UL R P L TR S5 7K 7 B T BT 24 1 A
Y SEERTIE I

BE K

[1]Dang H Y, Ren J, Song L. S, et al. Dominant chloramphenicol -
resistant bacteria and resistance gene in coastal marine waters of
Jiaozhou Bay, China [ J]. World Journal of Microbiology and
Biotechnology,2008,24(2) :209 -217.

[2]Subramani R, Aalbersberg W. Marine actinomycetes: an ongoing
source of novel bioactive metabolites[ J]. Microbiological Research,
2012,167(10) :571 —580.

[3]Shaik M, Girijja Sankar G, Iswarya M, et al. Isolation and
characterization of bioactive metabolites  producing marine
Streptomyces parvulus strain sankarensis — A10[ J]. Journal, Genetic
Engineering & Biotechnology,2017,15(1) .87 —94.

[4] Mohamed S A, Mohamed I Y E, Usama W H,et al. Isolation and
characterization of marine — derived actinomycetes with cytotoxic
activity from the Red Sea coast[ J]. Asian Pacific Journal of Tropical

Biomedicine ,2016,6(8) :651 —657.

(STl — B, BRI, 55 R R B AN ™ ¥ St
B U R UG ERT S R[], R 259, 2018, 37
(4):57-72.

[6] Zheng 7, Zeng W, Huang Y, et al. Detection of antitumor and
antimicrobial activities in marine organism associated actinomycetes
isolated from the Taiwan Strait, China [ J ]. FEMS Microbiology
Letters,2000,188(1) :87 -91.

[7]You J L,Cao L X, Liu G F,et al. Isolation and characterization of
actinomycetes antagonistic to pathogenic Vibrio spp. from nearshore
marine Sediments[ J]. World Ju Microbiol and Biotechnology,2005,
21(5) :679 -682.

[8]You J,Xue X,Cao L,et al. Inhibition of Vibrio biofilm formation by a
marine actinomycete strain a66 [ J]. Applied Microbiology and
Biotechnology ,2007,76 (5) : 1137 — 1144.

[9]Das S, Lyla P S, Ajmal K S. Application of streptomyces as a
probiotic in the laboratory culture of Penaeus monodon ( Fabricius )
[J]. The Israeli Journal of Aquaculture,2006,58(3) ;198 —204.

[10] Kuma R S, Philip R, Achuthankutty C T. Antiviral property of
marine actinomycetes against white spot syndrome virus in penaeid
shrimps[ J]. Current Science,2006,91(6) :807 —811.

[11]E 5. FUK™WRISEEE LR FE R DL -4 B%E LR
PRI EEDISE[ D] Bk  PHALAMRBL K2 2011

[12]F % fTmesl, x4, 2. W R B 45 2 R AE K 7 57
SHAPIAE R T[], R4, 2013,41 (24) - 10007 -
10009.

(I3]BR i, ARk B4R %8, —BRASTTLRE o MO B A I 28
FFTEE chenj — 1 208§ MEE[J]. VLI ,2018,46(16)
132 -135.

(14100 M JEF5R, 2 I PP A M]. 3. dunt: &%
A A, 1999.

[ 15]Nikodinovic J, Barrow K D, Chuck J A. High yield preparation of
genomic DNA from Streptomyces [ J ]. BioTechniques, 2003, 35
(5):932 -934,936.

[16 ] Kauffmann T M, Schmitt J, Schmid R D. DNA isolation from soil
samples for cloning in different hosts[ J]. Applied Microbiology and
Biotechnology ,2004 ,64(5) :665 —670.

(17 1Al ). ROREE AR [ M. Jbat Bhaa i it , 1992.

(18] HP [ B2 Bt L W F S BT I R TR 0 2R 2. B2 T 4 E T
[M]. dest. Brasih i, 1975,

(19200, —HRIBVEIZR T HAL — 55 (1 B P 250 5 A4k 2 1543
FEID]. M BER R ,2017:2 - 11,



