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BEIN (CZ) 28 4 0.59 0.006 15
B (GW) 10 4 0.71 0.004 34
kI (QP) 8 2 0.33 0.003 11
LIR(AQ) 17 [§ 0.71 0.005 36
JENEN 65 18 0.81 0.005 99

0.05) F*H 3L (0. 25 < Fop) A5F, Hop, QP &5
GW HEIA U AR T B 5, MG 5 CZ AQ 55 CZ HE{A
SRR RAR (Fg, = —0.011 6, —0.001 4), 54
FEMR AL i 7 A TR AR ST (1 <N, e,
MG 5 AQ IR N, fHEE (N, =49.5),QP 5 GW
HEASEFFAWIR (N, =0.608 9 <1) ,1iif AQ & CZ
HEAR . CZ 5 MG #ER N, R E.

R2 SN BERHFREBEN For (MHBLT)S Ny (AL LE)

AN BIE(MG) M (CZ) FHIE(CW) Hkir (QP) ZP(AQ)
H156(MG) — -43.603 4 2.316 9 2.705 1 49.500 0
I (CZ) -0.0116 — 3.2397 1.814 8 -357.643 0
I (GW) 0.1775 0.133 7 — 0.608 9 4.976 4
I (QP) 0.156 0 0.216 0 0.450 9 — 1.768 6
P (AQ) 0.010 0 -0.001 4 0.091 3 0.220 4 —
B 3 AR, S AN REIR Y228 S ok U 32 2 HE A 3 e

WNHERAE ST (93.93% ) , ek FL A (6.07% ) .

£33 5SAFMEFHFAEELN A -MOVA 7347

i =
BEKWE AHIE) IR e ;} K
FEAR ] 4 292.620 6.07
FEAR N 120 2 873.520 93.93
FERIN 124 3 166. 144 100. 00

2.2 BRLEMHHT

Fh I 2 R R A ) 52 A2 B 2 ANl it 0. 05,
HZ%84%iE 0. 0055k GW 5 QP BRI AMARRES],
HAUHHAR R A AR R MRS . B 3 A,
PR T 2% P 7R T AR ) 4 4 B 2R ]
BEA sty LA B T SR A T2 i Hap 2 Hap 4
1 Hap 12, 5001 0k 5 J5 A7 7 12, Z2 B0 5 RN
FEA R A o

L AR A 0 - BRI P A 5
5L ZAEPE AT 40 Bl BE A8 T 47 ol [V R 5, 9
A ERIPAE T N TIRFHBI S, R AT
ORI 77 e BEEE O, ME LA RE 6 a0 58 F gt 4% 2
A5 A R BT L AR TR
K D ~loop XFFSI AT 1288 N 5 AW it 57 i
MR 8 1L 2 B S 2. 45 R R, 150 5%
D —loop J¥FIILAL i} 18 A~ HLFRL, 65 A8 A A,
Horp, 48 18 MR 915 BALR S 47 A Fas R AL
fisic D — loop DX AL E U E A (A + T,
63. 1% ) BB A a7 , 45 7 5 ME Sl 490 OB 1A 2 A4 18
() —JBARFAE " o 5 A EUR 0t 1 2R PE AR Bk
AR AT T ZHEAE (Hy e =0.596) AR HY
BB (P, e =0.005 3) AL, 55 B AL 8K
FHLE , TR 1 B3 R 2 AR S A TR 2 R PR AT
AR BT o FE A, S A 25 [ A i T 4ok 14



— 146 — TR

2021 455 49 £55 9 W

[ ]
O W (MG)
@ i (Cz)
B (GW)
Ol (Qp)
ALK (AQ)

B2 5/ MEEEHSFEBENSELERELEN

Hap 06

Hap_08

Hap_ 07

Hap 03

Hap 09

Hap 05

D —loop DXAE Ny 70 FH5ic, X K V3 duk Ay K HIR 5k
(Sinipercak nerii) HEAT T 5t % Z AR PRI A5, 4521
TR e =0-923, Py, =0.009 5015 0 Sy S5
P FRIC, X 3 A EF A= e A (AR 2 R4
FEAHEAT Tt 2 RE Vo A, 45 R (R4 35 B 1B A A
PR 35 1 ZREVE B T IR o AT, X
AWE7R 5 AREAIT W v] RE 22 PR i 1, 7 A BE Ak
L, AL IR 2 B/ INEEAAR vp 22 o 3 T
AT TR o A LA P P ) SR TR
A PrRE, IR AE ST D — loop X3 1 AR
GBI (Eriocheir sinensis) 7% 5 1F 1A (19 19 1 1% 22 FF

Hap 14

E3 5 AR A A AR A AR %

P, G5B B R Hy e =0.931,P, . =0.014 3557
HEAEFFER AT D — loop IXAENARIC, 204 1 5 A1 5
(Scortum barcoo ) FEFARER )L 1E ZHEVE, 45 R R
Hy o =0.274,P; . =0.000 8,

WL AV I 25 22 0 A, 15 L T AN R HE
TRZERE N T REARSE A 0 T ff, A3 B 8 4 H il
T S BRI E o L o At B F o 2 T R A
AR B — 485, iR PE Wright A% 734
HEN] 4324 :0.00 ~0.05, 5531k ; >0.05 ~0. 15, HJiF
34 >0.15 ~0.25, & E 4k > 0. 25, & J# 4y
M e 2 R 2 A) L, ARBEST sAL Sk R B



TEIRAL B 2021 445 49 545 9 )

— 147 —

YRS SRR B, 2 BB IR R R AR T A b
(Fg = 0. 144)  fH J& /> 1K ] 38t 14 BF 25 4
¥1<0.05, 3 HZ2 84230 0, — Bk st 4 B Bl
130,01 i, 3 32 W B (A AL A S K™ . i ]
AN AR IR B 5 a8 AL o A ds SR 0 P O, T R RE
TR B) SRS 7R 2 R 5 A% TR 20 R I 1Y) 22 SR A R, 31X
SR Rt A i B R DI T IR 25 5 b R iy, T st
1G53 AT O A PR BB 3 o0 T B Sk ik, ok —
B AR TP B AR AR D PR AT AR R b T B AL AR
A R 2o 1 AR 252 T B 7R 2 e 1Y)
PREAEARNTRE AR R =R T 225 [RIFEHD, 78 Ff
W2 [ S8 T R SRR R AR L 25 5L, 5 A
PP PR TR I A 1 BE s BT B SR 4R, BT LA 3 A4
F A %A Hap 2 \Hap 4 \Hap 12 Sy, A
AR TR S Ao 5 ) e U A A R P R A A
HAERL, A = MOVA S04 S, 5 TR ] 9748 S5k
TR FEZ BRI (93.93% ), D80k B BE A 1]
(6.07% ) .,

25 LTI AR 98 3 T RS S R R ) a8t L 2
FEMERYZRRIIR D - loop X A4 FARIC, 404 T 5 4
TR TV B T FE AR 1) 8t L AR e S IR 2540
ERFH 5 AMREARN) B Z AR, v AR & BT
ISR s BEARSE M & A T S R B I o4k, 7 R
T TR NI A B A5 7Y (ER R (] 35 2 1
BRI AS R DA E N BEIR R A 22 5. HIL, )5
SR I S E AR, R 05 X 35 AL 1 50
A, O R 35 AL 1 S R AR AL, AR B R AR AN 3
A RN

Sk

[UIBAEN BER, K R, 5. S OuR & RS B AR BRI
Ao ML), TR A R24,2018,46(20) 197 -200.
(2] RBL, PVICK, TR B 45 TR 3 AN TR MR 0 et 1 2 A4

L)) FER 2R 50 A2 ,2017,36(8) ;3241 - 3250.

[31BUCA, B, TR, 5. TLIR4 6 A MBRSIRE AR 15 1% Z 0
PESHTL D). el ,2019,41(1) ;25 - 33.

[4] Taanman J] W. The mitochondrial genome: structure, transcription,
translation and replication[ J]. Biochimica et Biophysica Acta,1999,
1410(2) ;103 - 123.

[5] Galtier N, Nabholz B, Glémin S, et al. Mitochondrial DNA as a
marker of molecular diversity;a reappraisal[ J]. Molecular Ecology,
2009,18(22) :4541 —4550.

[6]Kumar S, Stecher G, Li M, et al. MEGA X molecular evolutionary
genetics analysis across computing platforms[ J]. Molecular Biology
and Evolution,2018,35(6) ;1547 - 1549.

[7]Librado P,Rozas J. DnaSP v5;a software for comprehensive analysis
of DNA polymorphism data [ J]. Bioinformatics, 2009, 25 ( 11) .
1451 - 1452.

[8]Leigh J] W, Bryant D. Popart; full - feature software for haplotype
network construction[ J]. Methods in Ecology and Evolution,2015,6
(9):1110 - 1116.

[9]Ventura M, Petrusek A, Mir6 A, et al. Local and regional founder
effects in lake zooplankton persist after thousands of years despite
high dispersal potential [ J]. Molecular Ecology, 2014, 23 (5):
1014 -1027.

[10]Satoh T P,Miya M, Mabuchi K, et al. Structure and variation of the
mitochondrial genome of fishes [ J]. BMC Genomics, 2016, 17
(1).719.

[TV)RERRE, B 0%, B 55 VLU 4 B9 AR RIRBRAE 141
WHE SR LT]. P EIKHRE,2019,26(4) 1774 - 782.

(2] 8N, e, BE =, 5. RIREFAERHA S R R IR0 R
wE RS ], okifll,2020,50(2) <31 - 37.

[13 ] Grant, W, Bowen, et al. Shallow population histories in deep
evolutionary lineages of Marine fishes: insights from sardines and
anchovies and lessons for conservation [ J]. Journal of Heredity,
1998,89(5) :415 —426.

[14] Wright S. Evolution in mendelian populations [ J]. Bulletin of
Mathematical Biology,1990,52(1/2) ;241 —-295.

[15]Lan H,Shi L. The origin and genetic differentiation of native breeds
of pigs in southwest China: an approach from mitochondrial DNA

polymorphism[ J]. Biochemical Genetics,1993,31(1/2) ;51 -60.



