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Cardamine hirsuta MH808258  56G/A,124C/T,138G/A,139T/A 455C/T,597C/T 6
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Cardamine rupicola EU819368  71T/C 445 ~446 T 5 ,527C/A 580G/ A 4
Cardamine blaisdellii EU819312  250G/T 446T/C,518T/C,580G/ A ,602T/C 5
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Cardamine amara KF988052  56G/A,138G/A,214C/T 455C/T 4
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Cardamine nuttallii EU819350  251C/T 580G/A,602T/C 3
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