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2 33 CIDH136 ACAATCGAAGGGGAGCCTTG TCCTCTGTTTCATGATTCCGACT

3 41 CIDH144 AGGAGAAAAAGAAAGAACAACCACA CGAAGCCCTTCACATTAACGT
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23 6 InDelll -73 ACGATACCTTGTTATGGAATGCC CTTCCGAGTCGACAAAACCC
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