VLI BEE 2021 AR5 49 55 19 1]

TR, R, AT E. T ESL ey A RAE N £ B A TR KRB AT )], AR B2 ,2021,49(19) 29 - 19.

doi;10. 15889/j. issn. 1002 - 1302.2021.19. 002

I ESI 2 ERAEY A W) & Fh s bt 55 5 v o3 A

A, RAHE, ARIRE
(A A RR B (7 B S 28 B BFSOAT, AL 100097)

FE  RBRAEY A B O A R OCE N LG BRI R RS 2 TS U HAR 1 O LIS 0, BT
BHE A I E B R 2, WM R IRAE ) & Fh Sl RIS H i AR &7 1, % 38 BV RS A W) 8 b & e Sk A 3B VI ALY
B, BT ESUEHE T, 4% K& WA 23R AE Y & R SUSRBIF 7T 0T AL 08 SCHEA T8 28 5 % 132, iy B) DDA J3 47 1.
He SR AR 24 07 125, MBI ) L1 58 B B A 0T 58 77 1) 568 A JBE XA 18 SCEA T 2 07 6 B TR A AT o
Plant Biotechnology Journal JEAEY)A: W & Fh S AT Y A8 R B F); 22 B A B & 2k E SR B R RERRETFR
PURB 33 (B2 ) A TR B2 TE , PTARIE IUAL 5 LRI 7 1] , A B X M st BB O Jre 5 1 5 A 5 5 PR G B B AR i

PR AELE )T RO B R F R ST IR ST RITI o

KRR AEYE Y M WETERTUT 5 BT 198 30 SCHRTT 4 ; DDA ; SN B H0OR s SE P 2127 s il iR -

HE 5 EKS 5336 MHERERESED: A

AN Fp L 2 [ 5 A R At A L 7
PR L4 RIETE . il & aT LAGy oy 4 A
BrEc: 5 1 BB AR F MG S 2 BrB AR ss m A
W28 3 BB 7 R 26 4 BB AR
A+ NTHERE + KB E BHAR FRER . &
BEFEC LA 2 HrEe 25 3 HrEcZ b, 2021
AR AT R I P S ) R R R T
HZ— 85 AR A U R 495, 17
VAR R . TR R A A S B R A7 R
TRk b8 T R E BRI &R . it 4
PRAERIEYI ALY T PRI, B BR AR A 1 A b
PORR T B R AT S & AR A o

AR RO R AL S AR s B
) TREHOR ST B 7 A W ah Mt i 7, 2
SRR T Al 0 A B AR IC T A
eSS SR NP E IS ETE o= R S i o N i
I & TR R AR A
MRTFEARAT T H R A R M i i BR B A BR A BF 5T

Wi B 4 :2021 -05 -21

FEETH - A6 5T AR 3 B BB Q0B e ) R L T (S
KJCX20200403  KJCX20200202 , KJCX20200203 ) ,

FEG T A FAHEA(1992—) , & A db A RIEA W4 BF 585 B, &
FNF LM AERIFFE . E - mail : gishijiel 8@ 163. com,

TR B# R, 0, 8058 01, 3 2 Rl A R B 5T

E - mail ; zjjaaa_zn@ 163. com,

NEHS:1002 - 1302(2021)19 - 0009 - 10

BT 542018 30, IIUI T 5% By 4 | 2 ) 4 [
K NPT ZYERE o B, A B T X AR A9 5 b
AT TSR HEA T 07 2R T g , 1 T 4 78 AT A ]
WP MR R Y 22 2 otk A e SR

WFE T BE B It — > Il Ry 9 AL A SR 4B s AR )
AP E TR, AT LA B 40 AR 4 32 1 Ak
(BT REFNRITIT HEA , S ARRAFETT7 1) 1L 240
JE L E S, o

1 #RERE

L1 HFERRATEE

HARL 22 48 #1 ( Essential Science Indicators, fi]
PR EST) $i 4 P 2 B 2 e 42 721 4R 73 Web of
Science #%.L> 54 (SCIE (SSCI) It it sg i 27 AR SCHR A
HCRF G B 228 SCHR A Bt E g 7 e o 1 43 B A
Bl . WFSTHTAT (Research Frontier ) f& kT 1% %
PPEHIR 5 AR NI B B e X 1 IE G &R, SR T3
VGt s X 1 A S e SO B
W, B2 A HAER 1 RD S XS M K
FERZ BN T RAT i B A AT RG4S e L
SUM )R K R i S WIS T o IS U Y 8
TAERET EST s e h B BIFFE R LA SR BT R 1
AIRZ OB S0, B B 2 2020 4 6
1.2 BRoTwT kit

FI ] ESTEE e , 288 GE BRI SCHR 20T, S i
HEAT 448, 1 el th 5 R AR W B ARG A B



— 10 — VLFRAN R

2021 4E45 49 %55 19 1)

FERITHT 137 4> MBS E R e Lt 1 LAk A0 s SR =
FESEARAR L ZERAM UL ZE AT A, X 137 A iy
PEAT 2 BB BZWTT, B BR A AR T AT 36 4, LABTFE
RIS L A8 SO/ I S 5 S B e H A, 225 231
BRAG I B2 E T 5 AHFFEHT , AR RT
T BT L A% 098 3C 103 4

2 HRENATEST

2.1 eI
XPYEYIAE W) 8 45U EST BIF 5% 1 7 4% 0 18 S
103 R #4770 By, 243 A 7E 2014—2019 4, &3
IR 21,1220 24 (1115 5, 2#R 7 ) 290
FAEDRLF 62 i, Bho (HORE Z 2R R Y 20 F,
WAL 551 1A 16 T AR YIEOR N AR P
16 F L 13 o 103 RO SR, BE e TR
BB 94 5, BE A T B AR IK B 92% , T H BT BB
A EER A RFH A (NSFC) (e [FAEYHOR S
HWIRLERT ST ZE D12 (BBSRC) | 36 5] [5 58 Bl Bk 4
23 (NSF) o[ B} 2 B B 4 100 H DL R K F 5%
RS,
2.2 ZERR G
WFSEFTHT IR ST RIS 41 4, Hrp R4
#5{ Nature Communications ) { Science ) 25224 P TH 2%
WP, AR A AR 3515 2 S 2 BT Y ol
W], 4n { Plant Science ) (48 4 £l 2% ) . { Fungal
Genetics and biology) (#8147%) 55, Hi & 3 s &
DL E W P 4n 2% 1 B 7, ( Plant Biotechnology
Journal) B I B A8 SCECR B 2, 0 15 B, ek 1
ZHITEAE Y A W) 1 b LA 0 8 &l M A i
B, FIZR I SO IR SR & B T A — 2 1
SIGWER , RAEY A= 1 8 R U 5 i 10 E 2ok
PP, H K& (Plant Physiology ) { Plant Science )

{Trends in Plant Science) 3 Z< &\l 4 B4 1), A M
{ Nature Communications ) F1{ Science )2 7255 14 #A
T, BSCRN S B, WIS EY) A W) B Fh SURAT 5T HiT
ARSI T,

1 (R ATA £ BRI
i W44 75 w7 E S ey
1 (Plant Biotechnology Journal) 8.154 15 A\l
2 {Nature Communications ) 12.121 5 25
3 (Plant Physiology) 6.92 5
4 (Plant Science) 3.591 5 £
5 {Science) 41.946 5 A
6  (Trends in Plant Science) 14.416 5 A\l
7  (Fungal Genetics and biology) 3.071 4 RN
8  (Plant Journal) 6.141 4 A\l
9 (Theoretical and Applied Genetics)  4.439 4 Al
10 {Frontiers in Plant Science) 4.402 3 Al
11 {Functional Plant Biology) 2.617 3 k24
12 {Molecular Plant) 12.084 3 Al
13 (Proceedings of the National academy 9.412 3 4
of Sciences of the United States of
America)
14 (Scientific Reports) 3.998 3 4

2.3 EERAER

MGETTH AT, VR AE P U3 i) B i
WIRSC LW Je 39 A B /1 X, B 408 48 1 A
TF — IDF S0 HEA /i 10 /9 11 AN E K9k SCE
o VIR 5 | AT R 2 B OGBS A TR O, B R
Wi 3 FVBIFGE N 28 3 A J T, X2 4003 A 52 T v A
BEZIATIRA T (K 1.32),

MICEEERA T, 55 R AR S 5 i i A% O
W FERIFEES, R Fe 44 5, E 37
HEA 552 0 DL B2 AL T 55 140 BN, 2 & 45 %%

501 500

45k 44 437

40+ 1400 k%
~ 35 =
€ 3o 1300 ﬁ
5 2 i
20 1200

15[ &

101 1100 HE

sk

0 0

X
Bl {EMEYEHSUEPRENE Top10 BEREXEBRFEHESISRR



VLI BEE 2021 AR5 49 55 19 1]

FHAE S, S A 1 75 Fh ST 5 A i (9 58
U S 3% AR OR A T2 2 #
B, A SCHE AT 10% DL L S 2 U U FTR 7 9 1)
FEEAERER . MER LES] ERME S EK
(E T4 3 ABBA, RIE R AIIE SR 6 500 =
MBI (B 1 Prek) Mnkse (% 2)
KF IMERHEAH 1, R BT BUCH HHES 26 2
TR (333 1) 100 A2k, —%E PRI B R
SERAEAE W) b A5 ) 6 Bl F 58 B AT g o A D
ST R R AE 2 AR IR (/NF) R DA (R 4 2
AT . TERM | LS FIRFAL T4 2
BN, T P55 1 B AE 300 ~ 400 YR Z [, 5 4L H d

o, HBA AR (9 4 SO L, BT BRI K
TGRS 0], WE5E AU R AR QTL FoR XS
AR T E Y R 5 T kS SR
e AR E A AR SR 3 A A, R 4 05 1 TR AE 200 ~
300 YRzl BA A SCHE BR 505 10 22 o0k 52 i
J7—JBER A SO R, B AL A R I 56
2 AR, B 2455 1E CRISPR/Cas9 AR
F G AR T MR TS AT IR R T T
RAACENER AR W5, MR 5, 820 1 A
E— 5Tt HAS SEPUAFAIALSE 5 BEBA AL TGk
AR TEAR T R /N 22 e 1™ B AR W) 3R B M8
TR

R2 EMEYERMTEARMERREREARER

P P WF5E 38R
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2 China agronomic traits, QTL, complex traits, CRISPR/ cas9 system
3 Germany genetic diversity, wild genetic relationship , genome — wide association
4 England polyploid wheat, genetic diversity, genetic variation and genotyping
5 France complex traits, genetic structure, genetic variation and genome selection
6 Australia genetic variation, QTL, crop improvement, genetic structure
7 Canada 6 — ploid wheat, genomic assisted breeding, genetic diversity
8 Israel QTL, genetic diversity, genomics , genomics assisted breeding
9 Italy QTL, genetic diversity , genomics , genomics assisted breeding
10 Mexico bread wheat, genetic diversity , crop yield, linkage disequilibrium
11 Japan identification of QTL,complex traits, genetic structure and plant phenotype
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1 Chinese Academy of Agricultural Sciences 13 246 complex agronomic traits, Brassica napus, crop acclimation ,
genome — wide association
2 USDA 11 300 genetic diversity, genotyping, polyploid wheat ,single nucleotide polymorphism
3 Chinese Academy of Sciences 10 231 CRISPR/cas9, gene editing, genome engineering , rice/ wheat
4 Huazhong Agricultural University 9 285 QTL, genetic diversity , allotetraploid , tomato/ cotton
5 National Academy of Agricultural Sciences 8 351 QTL, genome — wide association, polyploid wheat, crop growth model,
genome prediction
6 University of California, Davis 8 340 polyploid wheat, CRISPR/cas9, single nucleotide polymorphism,
genotyping, banana, Camellia oleifera
7  John innas Research Center 8 130 polyploid ~ wheat, genotyping, next generation sequencing, single
nucleotide polymorphism , crop improvement
8 International Centre for maize and wheat 8 120 genetic diversity, high — throughput phenotype , marker assisted selection,
improvement QTL, remote sensing,drought stress
9  Kansas State University 7 340 hexaploid wheat, genetic diversity, genomics assisted breeding, population
structure
10 Cornell University 7 265 genome selection , maize , crop improvement , sequencing and gene analysis
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