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2.1 RARLES TR E fe st gm0 B 2k

1% 2 W, AR ARG B 200 g/667 m” Kb HEFRAIR
TR R 1) AR, R B B B A —
AR o 3 T BRE T8 AR RN 45 i E500R A 1 By
PERORIL g — B, Bl T 25 I (8] 1) SE 4, B 4501 38
W55 . ST BE AR PO A B, 25 1.3.9 d
JE I R4 R 69. 49% 60. 79% .53.33% ; 3T
W TETe B PEM LB, izl 1.3.9 d J5 B R4 il
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F2 REEEHE SR N EE

fh it 25 K EX S Bt SRBEII TSR AR Bk
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X} R 1 2.72+0.21a 5.42 £3.26a
3 4.03+1.27a 7.25 +2.38ab
9 4.65 +0.54a 9.75 +7.69a
RS 1 0.83+0.36a 69.49 1.87+0.09a  65.50
3 1.58 +1.41b  60.79 3.24 +2.47b  55.31

9 2.17+0.67a 53.33 5.36+1.96a 45.03
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FEWIREA T 7 51 A5 I L P MR 3 8, T 285 R e
FRFEAS v SR % TR R0 TR R VR S A . R
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) 5 AR 55 e B R - 1 S R R 22 AR P AR BUH
], JC 2 o % o RO AR AUAR SR B AL B 1.3 d
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Shannon #5%{ , Chaol $5 %, ACE 4 %5 7iti 24 i JC ‘o
FEES . BRI AR FEAL B 1.3 .18 d Y,
Shannon ,Chaol #11 ACE 5% v it 245 Hif & ; Shannon
RS 24 T A TE 35 VE 22 5, Chaol $RE05 2y
HITC W35 25 5+

ANTEHETE b, ACAR B B Ak LRI A SR A T Y 22
REVEFN = 5T B2 1 R Tt 24 A AR R, A 2
FEvE BTo2e s W . ARG B AL BB JE - 1.3 d
i}, Shannon ,Chaol F11 ACE 5% L 25 1 iy , 0 7%
BhPEALPRAEFREME AT 1,18 d I, Shannon $5 %5 L it 24
Hif e, M2 3 d Shannon $i§ B T 245 i, 34 7C
HVEZE S AR FEALFE 1 F1 3 d 1) Chaol 4550
ACE f88 I 25 /i AIG, 18 d I THE 25 i, 9

2.2.1 REREEERHRMRUAEY) o ZREPER R0 FrEER
£3 RAESXHAMN R EANAE o £ EOBIA(OTU AF)
N e = 1=y
For B s — AL - T3 A
aol
HIH QBDS1 0.60 +0.61d 19.08 £5.34b 32.29 £8.99a 0.99 £0.00a
QBDS2 1.61 +1.67bced 37.64 £22.49ab 48.23 £30.55a 0.98 £0.01a
QBDS3 1.41 £0.71cd 31.28 £22.85ab 32.94 £26.35a 0.96 +0.01a
QJDSI 0.60 +0.61d 19.08 £5.34b 32.29 £8.99a 0.99 £0.00a
QJDS2 3.43 £0.20a 53.14 £27.923a 53.92 £29.01a 0.98 £0.02a
QJDS3 2.48 +0.72abc 38.20 +4.57ab 46.63 £6.30a 0.98 £0.00a
QJDS5 3.03 +0.94ab 38.57 £5.74ab 45.30 £9.77a 0.98 £0.00a
i) QBDSI1 1.82 +1.11ab 53.37 £21. 16abc 55.74 £22.16bc 0.99 +0.00ab
QBDS2 2.16 £0.74a 83.52 +34.76ab 82.76 +27.36ab 0.99 +0.00bc
QBDS3 2.05 +0.82a 88.11 £20.95a 93.87 £15.55a 0.99 +0.00¢
QJDS1 0.85 +0.26ab 46.51 £22.77c 48.87 £27.26¢ 0.99 +0.00ab
QJDS2 0.87 +0.51ab 45.22 +3.25¢ 47.55 +£0.81¢c 0.99 +0.00ab
QJDS3 0.52 +0.07b 37.50 £10.40¢ 36.79 £2.22¢ 0.99 +0.00a
QJDS5 1.17 £1.05ab 49.58 +6.25bc 51.41 +4.53bc 0.99 +0.00ab
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(Mortierellomycota ) . Jiffi 24 Fij J2% 5 5 5 A 0 o $0 5
TR DA 2 2 (88. 50% ) g T FE AR M (56.71% ) .
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( Thanatephorus ). Symmetrospora, 4 %] 1§ J&
( Gomphidius ) . & 11 J& ( Cercospora ) . 5% % il J&
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(8.07% ) , HARTEREAN F= BE /N e AR B Ak 3
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18 d I, S JE T/ [T AR F B Ik &, 20 0 e 1
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F4 AEHRBITEKFEEIEE
- ARXTERE (% )
QBDS1 QBDS2 QBDS3 QJDS1 QJDS2 QJDS3 QIDS5

HE I #HFHEN 88.50 +15.10a 41.50 £38.63ab  9.40 £3.00b  56.71 +40.26a 27.15£26.94ab  12.62+7.90b  46.32 £33.63a
FHHI] 1.18 £1.11b 1.79 +1.86b 2.23+0.49¢  12.00 £18.09ab 13.30 £3.13b 3.71 £0. 19¢ 6.93 £2.09ab
WERE] 0.00+0.00b  0.00 +£0.00b 0.00 £0.00c 0.00£0.00b  0.06 £0.11b 0.00 £0.00bec  0.12 £0.21b
oA 10.33+14.03b  56.71 £37.39a  88.37 £3.19a  31.29£22.72ab 59.49 +30.14a  83.67 £7.26a  46.63 +35.11a

B THHEE 88.13+0.16a  38.03 £41.19a  2.29 £1.37bc  54.67 +41.86b  7.54 +6.88b 3.34 £4.24b 3.96 £4.30c

Symmetrospora 0.06 +0.11b 1.24 +1.68b 1.67 £2.14cd  0.19+0.32b  14.84 +24.10b 4.70 £2.91b  30.98 £24.49h
BIET R 0.00£0.00b  0.00 £0.00b 0.31£0.54cd  0.00 £0.00b 3.40 £5.89b 0.99+1.09b  9.96 £13.72hc
RE 0.00+0.00b  0.00 +0.00b 0.00 +0.00d 6.12+10.28b  0.31 +0.28b 0.43+0.43b  0.00 £0.00c
BERE )R 0.00+0.00b  0.06+0.11b 0.06 +0. 11d 0.19+0.32b 2.04 £3.05b 0.12+0.21b  0.31 £0.28¢
Sampaiozyma 0.31 +0.39b 1.86+1.22b 3.83 £1.39b 0.74+0.37b  0.56 +0.32b 2.78+1.30b  0.93 £0.81c
IR 0.00£0.00b  0.12+0.11b 0.12 0. 11d 0.00£0.00b  0.80 £1.24b 0.31 £0.54b 2.23 £2.50¢
EhER 0.25+0.11b 2.23+1.83b 0.74 £0.64cd  0.74£0.64b  0.43 £0.43b 0.37+1.19b  0.87 £1.19¢
Plectosphaerella 0.56 +0.96b  0.12+0.21b 0.12+0.11d 1.05+1.34b  0.99+0.21b 0.49 +0.01b 1.05 +0.65¢
K 0.25+0.11b  0.37£0.37b 0.43 £0.21ed  0.80 +1.24b 2.10 £0.54b 0.49£0.39h  0.68 +0.11c
Fofth 10.45 +14.09b  57.76 +38.30a  90.41 £2.85a  35.00+26.93a 65.18 +28.64a  85.96 +7.54a  49.04 £36.39a

ME 1 BREN 26.99 +18.83b 37.80 £13.50b  36.43 £26.12b  8.07+12.80b  9.69 +0.0801b  4.89 +0.66b  33.73 +51.59b
JEEER ] 1.69 £1.72¢ 0.54 £0.43¢ 0.57 £0.56¢ 0.82+0.89¢ 0.150.08c 0.01 £0.02¢ 0.10 £0.08h
En 0.49 +£0.74c 0.35+0.12¢ 0.61 £0.30c 0.11 £0. 12¢ 0.07 £0. 04c 0.06 £0.02¢ 0.37 £0.44b
R 0.25 0. 34c 0.54 +0.31c 0.33+0.27¢ 0.11 +0.2¢ 0.07 £0. 04c 0.02 +0.03¢ 0.00 +0. 00b
HFEHE] 0.00 £0.00c 0.17 £0. 06¢ 0.09 £0. 08¢ 0.00 £0.00c 0.00 £0.00c 0.00 £0.00c 0.01 £0.02b
RFFH ] 0.00 £0.00c 0.04 £0.06c 0.08 £0. 11c 0.00 £0.00c 0.02 £0.02¢ 0.00 £0.00c 0.15+0.11b
SRR - 0.03 £0.00c 0.05 £0.07¢ 0.00 £0.00¢ 0.04 £0.06¢ 0.00 £0.00c¢ 0.00 £0.00c 0.01 £0.02b
AT
WA 0.00 £0.00c 0.04 £0. 04c 0.04 £0.00c 0.01 £0.02¢ 0.00 £0.00c 0.00+£0.00C  0.00 £0.00b
T EN 0.00 £0.00c 0.01 £0.02¢ 0.00 £0.00c 0.02 £0.03¢ 0.00 £0.00c 0.00 £0.00c 0.00 £0. 00b
S 0.00 £0.00c 0.00 £0.00c 0.00 £0.00c 0.00 £0.00c 0.00 £0.00c 0.00 £0.00c 0.02 £0.00b
Fofth 70.55 +0.21a  61.85+26.96a  61.85+26.96a 90.83 +2.56a  90.83 £25.60a  95.02+0.63a  65.62 +51.90a

& WENAER 5.01 £7.02be¢  21.52 £11.5b  27.40 £0.25b 4.63£1.13b  4.53 £4.88b 3.19+£0.41b  28.89 +45.47h

BB 14.95 +14.56bh  10.92 +9.21bc 3.92 +£0.76¢ 0.48 £0.34cd  2.69 £1.31b 0.79 £0.72¢ 1.36 +1.64b
Aureimonas 0.56 +0.73¢ 2.67 £2.35¢ 1.58 +0. 15¢ 0.32+0.20cd  0.65 +0.78b 0.00 +0.18d 2.60 £4.16b
NIRRT 1.77 £2.91c 0.04 +0. 04c 0.08 +0.07¢ 0.03+0.01d  0.00 +0.00b 0.01+0.02d  0.00 +0.00b
by ey ol 1.94 +2.10c 1.55+1.37¢ 1.80 +1.36¢ 1.07 £0.42¢ 1.10 +1.15b 0.11+0.05d  0.41 +0.46b
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ZHE 0. 15 £0.26¢ 0.08 £0.09¢ 0.28 £0. 12¢ 0.02+0.03d  0.08 £0.03b 0.03+0.03d  0.01 £0.02b
HoAt 73.92 £19.25a 64.53 +25.57a  64.53 £25.57a  93.37+1.33a  90.85+7.93a 95.50 £0.53a  66.53 £51.95a
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