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Z a0, Bz ol fE RO H A RE 8 R U 1Y fig
3 I, £ LysM. G544 38 b M6 AR B
(19 DX IR BE A% 5 B30 Dt L B D i R ol 4 b g R
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th, LysM 25 R I 456 150 S SR VE T, (H 22 R Bt
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